Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.122; data-to-parameter ratio = 15.6.
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bonds in the amide group of (I) are trans to each other ( Fig. 1) , similar to what is observed in N-(4-methylphenyl)benzamide (N4MPBA) (Gowda et al., 2008c) , 2-methyl-N-(phenyl)-benzamide (NP2MBA) (Gowda et al., 2008a) , and 2-methyl-N-(3-methylphenyl)-benzamide (N3MP2MBA) (Gowda et al., 2008b) . Further, the conformation of the amide oxygen in (I) is syn to the ortho-methyl group in the benzoyl ring, similar to what is observed in NP2MBA and N3MP2MBA (Gowda et al., 2008a, b) .
The central amide group is tilted to the benzoyl ring at the angle of 59.96 (11)°. The two rings (benzoyl and aniline) make a dihedral angle of 81.44 (5)°. N-H···O hydrogen bonds link the molecules into infinite chains running along the c-axis of the crystal (Table 1 & Fig. 2 ).
Experimental
The title compound was prepared according to the method described by Gowda et al. (2003) . Prism-like colourless single crystals were obtained by slow evaporation from an ethanol solution of (I) (0.5 g in about 40 ml of ethanol) at room temperature.
Refinement
All C-bound H atoms were placed in calculated positions and constrained to ride on their parent atoms with C-H = 0.93-0.96 Å. The H atoms of C15-methyl group were finally refined as orientationally disordered using the AFIX 127 command in SHELXL-97 (Sheldrick, 2008) . The amide-H atom was refined with the N-H distance restrained to 0.86 (2) Å. The U iso (H) values were set at 1.2U eq (C,N) and 1.5U eq (C-methyl). The displacement parameters of three C-atoms in aniline ring were restrained using the DELU command with standard deviation of 0.003. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Atomic displacement parameters (Å 2 )
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.0637 (9) 0.0501 (9) 0.0351 (7) −0.0025 (7) 0.0132 (6) −0.0003 (6) C2 0.0611 (9) 0.0411 (8) 0.0374 (7) 0.0016 (7) 0.0133 (6) 0.0030 (6) C3 0.0646 (10) 0.0491 (9) 0.0537 (9) 0.0001 (8) 0.0091 (7) −0.0005 (7) C4 0.0587 (10) 0.0634 (11) 0.0843 (12) 0.0030 (9) 0.0147 (9) 0.0005 (9) (13) 
